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Bibliometric indexes to January 2021

- Number of publications with IF: 146 (Scopus)
- H-index: 40 (Scopus), 42 (ISl), 52 (Scholar)
- Sum of the Times Cited: 6845 (Scopus), 6606 (ISI), 10195 (Scholar)

Membership
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Member of several national and international scientific associations

Administrative appointments

Vice-Rector

The role of Vice-Rector with responsibility for "Campus and off-town activities" involved the direct relationship
with Regional authorities, Municipalities, hospital Directors and bank Foundations that, in various, ways
collaborate with the University of Padua.

Department Director

As Director of Department, | was responsible for all activities carried out by academic and non-academic staff
belonging to the Department. The Department direction imply also administrative duties mong which the
approval annual budget. During the direction of the Department of Public Health, Comparative Pathology, and
Veterinary Hygiene (2008-2011), employees were 37 Faculties and 15 units of Technical-Administrative staff;
the annual budget was between 1.5 and 1.9 million of Euro. During the direction of the Department of
Comparative Biomedicine and Food Science (2011-20125) there were more than 100 employees (permanent
and temporary staff), including 40 Faculties and 25 units of Technical-Administrative staff; the annual budget
was between 2.5 and 3.0 million euros.

Research grants

1995 - EU grant - AIR3 Title: "A comprehensive genetic study of cultured and wild stocks of gilthead sea-
bream (Sparus aurata) and genetic assessment of several related species as candidates for aquaculture”;
141.500 Euro

1996 - Telethon grant - "Phylogenetic footprints of the dystrophin gene muscle promoter"; 80.000 euro

1996 - EU grant - MAST3 Title: " Impact of a Climatic Gradient on the Physiological Ecology of a Pelagic
Crustacean"; 141.000 Euro



1996 — EU grant - FAIR Title: “The use of molecular markers for the study of population structure of
European anchovy (Engraulis encrasicolus) in the Mediterranean and adjacent seas”. 75.500 Euro

2000 - EU grant - STUDIES Title: “Fishery and population structure of Scomber spp. in the Mediterranean
and S. Iberian Atlantic waters”; 50.600 Euro

2000 - EU grant — FPV Title: “Functional analysis of introns and gene regulatory sequences aimed at
targeted modulation of gene expression”; 245.000 Euro

2001 - EU grant — FPV Title: “BRIDGEMAP - Bridging genomes: an integrated genomic approach towards
genetic improvement of aquacultured fish species”. 300.000 Euro

2003 - EU grant - Marine Genomics Europe (network of excellence)

2004 - NSF (USA) grant - Time/Space patterns of Microsatellite DNA variation in relation to Patch structure
of Southern Ocean Krill, Euphasia Superba, 50,000 USD

2004 - EU grant — FP VI Title: “AQUAFIRST - Combined genetic and functional genomic approaches for
stress and disease resistance marker assisted selection in fish and shellfish”, 100.000 Euro

2007 - EU grant — FP VI Title: “SEACASE - Sustainable extensive and semi-intensive coastal aquaculture in
Southern Europe”, 65.000 Euro

2008 - EU grant — FP VII Title: “ FishPopTrace - The Structure of Fish Populations and Traceability of Fish
and Fish Products”; 230.000 Euro

2009 - NSF (USA) grant — “Population analysis of the Antarctic silverfish Pleuragramma antarticu”; 60.000
uUsD

2012 - EU grant — FP VII Title: “A Coast to Coast Network of protected areas: from the shore to the deep
sea”; 100.000 euro.

2013 - CNPq grant (Brazil) - Gene expression profiling of marine-estuarine bivalves from Brazil: applications
of basic sciences as a tool in environmental monitoring, 102.000 USD

2014 - PNRA grant - “Response of Antarctic notothenioids to thermal stress: an integrated molecular
approach to investigate the effects of increasing temperatures in Trematomus bernacchii and
Chionodraco hamatus”. MIUR, 96.000 Euro.

2017 - PNRA grant. How key components of the coastal Antarctic food web respond to global change: an
“omic” approach. MIUR, 80.000 euro (P.l. Prof. M. Gerdol UniTS, 20.000 euro granted to UniPD unit).

2017 - PNRA grant - Journey to the cold and back: comparative genomics and transcriptomics in Antarctic
and sub-Antarctic notothenioids. MIUR, 138.000 euro.
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1985 — PhD Fellowship (three years) granted by the Italian Ministry of University and Research - Dottorato in
Biologia Evoluzionistica
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